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4. Human Cell
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unit of e, It contains the cells genetic: structures made of arid) is a double helix segment of DA that Asonois 3 specific DN s tightly coded around
organeies, ncluding matesial {DNA) DNA tighty cofled made of nucleotides comains instructions segment of DNA that g istoncs et
the nudeus, organized into around proteins AT.C.8) that formaking a 2 oncte
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BUSINESS DEFINITION & SCOPE
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-- R&D in Food Genetic Engineering
Gene edliting, CRREIPR, syntheltc biology, X, {
ene editing syniheitc blology, gene expression | @ Agplted R&D
-~ Microbial Strain Improvement

Selection, mulagenesis, slrain engiceering, optimiaztion Development

- Genetic Dlagnostics in Food

Pathogen detection, authenticity, GMO testing, allergens. '
| @ Tech Transfer
- Molecular Blslogy & Bicinformatics

PCR. NGS, biciflormanos, dota enalyris, Gataloses

(@ Strain & Process

| @ Testing & Analysis
i @ Pliot Production

‘ a LEGAL REGISTRATION & CORPORATE STRUCTURE

Core Activitles

| @ Congulting & Training

) Private Joint-Stock Company (Preferred)

Scinmttic) & Technical Business Puprose

o — .-

Accpetable Wording for Articles of Association

Seseach, development, production and commacolization of
knowledge-based predacts and services in the lietda of food

*) Board Members Background
Bioteinoloagy / Molecular Biology / Geentics /
Biochemical Engineering / Food Science / Law / Finance

genelics, bisitcchotoyy. microblal and molecular technoiogles.”

4) IP, Confidenitality &
Commercialization Clauses

») Technology Transter
& Academic Collaboration

(Founders, Investors, ESOP)

Bylaws, Shareholders'
Agreement, Code of Ethics

Share Structure & Governance

3¢

& VPST Evaluation System
Vice Presidency for Science, Technology
and Knovledge-Bosed Econmrnry

& Company Types
«Slartup Type 1 = Slartop Type 2
= Production Tppe 1 « Production Tuge 2

| * Evaluation Criteria
Innovation, Technical Merit, TRL Level,
RS&D History, Protetype, Technical Evidence,
Market Potential, Team Capabltiry

KNOWLEDGE-BASED ACCREDITATION PATH

&

Required Documents

o Asticles of Asscciation & Gazette
« Sharehclder List & ID Docs

o CVs & Academic Documents

«" Business Plan & Feasibility Study
+ R&D Reports & Technical Evidence
+" Equipment List & Invoices

« Contracts, Agreements, LOIs

—. Probiotics, Enzymes, Fermentation Focus Sectors . — () Company Seal, Bank Account, o IP Documents (Patents, Designs)
Dectiopment of prototc strains, enyymes, starter cultures | (@ Dairy & Fermentation ¢ ISIC Codes Selection (Exymples) Financial Reporting System
| : 7218183, 721912, T22D0S, 721903, 749012, 464516 Q @) Q |;§
- B28B Technology Provider | @ Mear8 Aquatic - -
@ Supljcing kvaw-how, tests, kits, reports, consulting i @ Functional Feods Submission Committee Site Visit & Final Approvol §
4 | @ Plant-based Food via [nnoPortae Roview Expert Evaluation Certificate fnssance
} ﬂﬂi — Lab-scale — Pllot-scale -~ Industrial Colldooration : N e ) S o e
" From concept, lab valdation to pliot and industry sceieat @ Food Satety & °"°D°°"°s‘.: @ @Pﬁ“ﬂ Aftoe N"P"l"(;\ - @ m
S = g R () 722 Eoamprions @)\ Grants & RAD @Swﬁtmat @mwomomy Access lo Scigoce
(Up 1015 Years) Support Funds Sopem1 Goans Esomptions Parks & Lobs
LICENSING NETWORK
. | ~ Establishment License & / ~
EBi ) ~ Fim sy, N & Tade Oraricaton Koy Notes > a STANDARDS & COMPLLANCE
m'\ Operation License - I ation Pill
Alillh | Anor Infrarcortcoloe B evpert approval - & Mulitple approvals Implemenatation Pillars
‘ [ M . Yechnical Olrector (Mandatory) . may run in paratite: (3) GMP - Good Manufacturing Practice @ $OPs for All Proceses
& Rolevent MSc~ dagree & experionce : } | ) GLP - Good Laborat Practi =
} ‘ﬂ ?ululory Autheriiies ¢ & Keep communicalion © aboratory Practice @ Quality Control (QC)
i [Feed & Drog Acainication) i records § follow-u (7 ISOJIEC 17025 - Testing & Calibration Labs &) Tracea & Record Keepi
o T [ ke’ Knowledge-Based : - - bk
o i oo | © Renew licenses g %) 1SO 22000 - Food Salety Management @ Calibration of Instruments
+ Notionat Dlzansisrd Oyponiation i = |
« Deportrent of Crvinaonent on ime Fo o d G e n et I c s 3) HACCP - Hazard Analysis Critical Control Points (©) Validation (Methods & Processes)
Loboratory License @ cmlw with (2) Document Control SYS‘em
PCR, Eloctrophereita, DNA Extraction, :
‘& Microdiology. Buchmnitary bloea&ly & | Com pa ny I n I ra n Biosadely & Ervuronmentan
GMO / Gene Editing Blosafety Approval enviromenta B e = : : i
Rlgk essetamon, contanment level, i regulations TN \ LR LR 7, BioagGety Levels ). Waste Management Decvriamiosh 11, Emegency Response
Biceooty commmitee apgeoval \ ] § ]- w = ﬂz 3 ég —1‘ @ @Y (esL-12 asapplcakie) |7 & Dibpeual Doconitamnation S Plan
[ £ Import Peymits / J \
ﬁ’.lﬂ) ~Strana. itk ro0gents, squipment, p - N
=2 consult with relevont authorties /
‘ | TIMELINE & MILESTONES (2] i
G INFRASTRUCTURE & HUMAN RESOURCES [  ker Equipmont “[
&) Biological Sarlety Cahet (85¢) | « Martot Research & Opoortunity Analgors ‘ % Reglstration & Legal Costs 10 = 20 Million Toman Manthly Cost Breabidnom
Recommended Lab Space Sogpested Layout 1 Acsocce [IEEENEIRUTIN  / Tectolegy Swactond I Lancacope ' - Facility Sotup & Renovation (120-2005gm)  + 100 - 200 Miliion Toman (2pprox.)
120 - 200 sgen (Startop) 0| n! B PCRMaching Real-Thoo! Fouodstion v Compans Rogialerelion & ital Documents i Equipment & Instruments (Major Pon) « 250~ 500 Million Toman @ Salaries & Woges
« Clean 6 Contamnates Zone PCRKoom | Melocolar o . ’ /e bareoed b e ' - Licensing & Pormits Costs . 20 - 50 Million Toman @ Unittael (Clectricity, Water, Gas)
Separation ¥ ton) : Bolwy; Sorm Jroen &% Centluge (Miicro § Large; « Laboretory Sotup & Eguipment Procurement ¥ Consumables & Reagents
/ Cagonate Ventialon & ek s 5 Incubetor (CO).S BOD) v SOP Orating & Initol Teating Initlal Row Moteriols & Chemicals r 20 - 40 Milion Toman ! Maintenance & Callbration
NS Praabien f ads 5‘"“" | -l R . \ v Protatype Development & Validation | ) v nenee ’
{&Cs Jorc) « Sm.so Smackon = Micropipeties & Tips « Selary Axeescomont § Risk Anciode l * Monthly Operating Costs B 1S - 30 Million Toman < Marketing & Travel
 Coniroited Access h hoom 4  Prgoare Accredtalion Documents p -  h
’ . Electropheorsis System | Working Capital Reserve (6~12 Months) , 100 -200 Million Toman < hisureancal Niccallaneous
«/ Washable Surfeces ortee s W umom & = Kncwledgo-Based Accredhation Application .
 Salety Sho SE sh Nachiy ol B Ultrasanic / Vortex / Shaker s Reguiolory Likencos [Pacaliol Progess) 3 o - -
S SIOMAN S S | oo 53 | [ Pocw Koo J = 3  Biouclety Agprovot & Lab Ucooae é Gral Estimated Intittal Invustment: SO0 Miliion - 1 Bliliion Tomans
- JEy  Freeser (-207C1-30rC) Qualtyy Manogemant Syatem Setup |
Homan Recources (nithel Team| «p Qfﬁf, Anaytical Balance Pllot Triols & Data Goreration .
i ) = ; o Final Approvols & Cerrificates |
B £ 5 = G o Mece Conductvty Mter 7 Nkt & Ghom Suesch GROWTH, SUPPORT & REVENUE MODEL
Teonid 00 Qs an Onnesnisn € @ ) o Fast Major Contract | #lot Projezt ‘
QWE Nl g, sma Pl 72! - (ihy — Oomfemmtintetandpe | + Seale-op Plan & Prccees Ogiimeation
- : _ v Revenue Ganeration Boginc l Bupport & Growth Ecasystem Reveuue Streams Collaboration Network
- Document Pragress From Day Ono ./ Innovation & Prosperity Fund (FP) = Knowhow Licensing 7). Univershies &
0 RISKS & COMMON MISTAKES @ s s o & @ it ) Sroosoy ot LEL Resoschiaes | LOR9-Tram
| Enenity Mocivot fost Yerten Cortol Beetno VPST
m @ [ Pecora Mantas Roports of Deoenents Meoeng " Grants & Matchiag Fonds cp  RAD Contracos & Cl'ﬁ‘“ Naticnal Labs & Bocome a looting
o i €3 Conoulsng Propects A=tk Public Grpantzalens
mw-hmwmm mm e.:w ':1';-. b‘p ¥ m Faice ;mmw ;mww Interest-Free Loans & Soft Faciitties - — < — e kczzmcg«m inl:ax
mm Mesiotity i e # Tax & Customs Exemptions (Up (0 15 § | Ropawses foom | G Food Induaby & oopattc
B g a KEY TAKEAWAYS ool emp W' & patents E_:L Vidak ghre m«;’i‘:l:;y
Success Formula -7 RAD Loans with Preferential Rates N A fly Science & Technology in the rogion
{uncttne D:"imﬂ;;mv u?‘-uu:zmu(m L;o-l'me:nno& C’::mmm ¢ Stroog Science « Solid Business = Successtol Company . > : : df‘-._ 8 Toxting Services 3;..’) Parks with suelninable
: e — S o -~ « Complionce & Documentation are Crocal (g) + @ + & = |l +/' Insurance Premium Evemptions ’ ot . Impoct o0 foed
g m & Stavt Smail, Prove Concept, Then Scale b - « Science Parks & Incubators Access (‘;ﬁ‘a SR AU PISIENE ) v ) onsasions.Pe Ryeed
[MOVATION COMPUINCE TEANNORR  SUBTAMAMLE ‘0 (Hoeperts Kts, Quitwes LAil3 ) B Investors Puman heslth
Pedent hdtimgement Unqualiios Technical Pose Tean & o Ignoring Merket No Puen for Scale < o Uoe Ecosystem Support & Bulld Partnerships GRONDY + Export Development Support
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Science is Our Foundation

Quality is Our Commitment

Innovation is Our Strength

@ Integrity is Our Value

Collaboration is Our Advantage

Sustainability is Our Future
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